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@ PACBIO

Single Molecule, Real -Time (SMRT) Sequencing
technology offers:
A Long read sequencing
i ~10 Gb with 20 kb average read lengths for
WGS

i ~20 Gb with 40 kb average read length for
amplicon and RNA sequencing
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High consensus accuracy
A Free of systematic errors
A An efficient <1 day workflow

Applications:
A Whole Genome Sequencing

Targeted Sequencing
RNA Sequencing
Complex Populations
Epigenetics
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Call us now for a free sequencing service consultation!!

SMRTbel I ™ L
Project Design Sample Preparation Preparation and Data Analysis
Sequencing
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\\i Human Genome Profiling with Fix-C E , DovetCialnd He

il @ Structural Variants Detection services
— AFixx-CE with SelvaE SV Detection Service for FFPE
A ADovetallE HdZ with SelvaE SV Detection Service
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~assembly services

AChicagoE and Hi Ri seE genome assembly service
ADovetalE HG and Hi Ri s e E -levechgermmeassembly service
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DovetailE H3Z kit with Hi Ri seE or Sel

ADovetailE MG Library Preparation Kit
ADovetalE HG LP kit with Hi Ri seE Genome Assembly
ADovetalE HG LP kit with SelvaE SV Detection in fr
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Genome

Decoding for Knowledge Discovery

INTERNATIONAL

Primary Analysis
(Alignment, Mapping to Genome
and Transcriptome)

Downstream Analysis

(Variant Calling, Differential Methyl-
ation, Gene Expression, Motifs)

Genome Explorer ®

Clinical Integration A Cloud-Based Clinical Genomics platform for precision Medicine
& Reporting

(EHR, Pathology, Panel Testing,
Clinical interpretation)

Actionable Decisions

in Clinic

(Response/Resistance to Therapy,
Adverse Effects, Precision Medicine)

Genomics Resources

A functional genomics resource suite integrated with genomic, exomic,
transcriptomic, and proteomic data that empowers NGS research

Genomic Services

x  Genomic Consulting
x NGS Data Analysis
x Custom Bioinformatics Solution




Swifty

BIOSCIENCES™
Transforming NGS Library Prep Applications

Products NEW! Accel-NGS® Unique Dual Indexing Kit

NEW! Swift 2S Turbo DNA Library Kits

Accel-NGS® 2S DNA Library Kits

AcceFAmpl i conE Plus Cancer Panel s
AcceFAmpl i conE NGS Panel s

AcceFAmpl i conE Custom NGS Panel s
Accel-NGS® 1S DNA Library Kits

Accel-NGS® Methyl-Seq DNA Library Kit

Accel-NGS® XL Library Kit for Pacific Biosciences®

DNA Library Kit for lon Torrent

Applications Amplicon Sequencing
Bisulfite Sequencing
ChIP-Seq
= Circulating, Cell-Free DNA

= FFPE
Hybridization Capture Sequencing
i A #  Metagenomics
Molecular Identifiers
Single-Cell Methylation Sequencing
Whole Genome Sequencing



BioSoftIntegrators

HIGH PERFORMANCE COMPUTING (HPC)
0 Silver, Gold, Platinum and Custom Platform

Options

0 Pre-tested and pre-configured with Analysis

Software

0 White Glove Installation delivers a system
ready to process data within 4 hours of

installation
HPC Throughputs
; INEEEEN  umine
Analysis Type 96 | 192 | 288 | 96 [ 192 | 288
Bacterial I?ri ;r; Bhrs [5hrs | 3hrs | 2 hrs
3.6 1.7 22 7.2

Exome 40X days | days | hrs hrs 4hrs | 3hrs

Whole Genome 12 55 72 24 13 9h
Human 30X days | days | hrs hrs hrs s

LABORATORY INFORMATION
MANAGEMENT SYSTEM (LIMS)

system

OLabOpt i mi z-eAmigh-perfdiance,
flexible, comprehensive, cost-effective tracking

SOFTWARE DEVELOPMENT

0 Providing custom software design, development
and testing services for life science clients

0 Software Expertise with Scientific Experience
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RINCETON
EPARATIONS
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CENTRI-SEPE designed

' CENTRI A |SEPE

for:
Purification of fluorescent reaction mixtures, as in DNA
sequencing with the ABI models 373A, 377A, 310, 3100, 3700,
and 3730.
Removal of free and labelledd NTP6s fr om DNA/
U Nick translation
U0 End-labelling reactions
U Polymerization reactions
Desalting, removal of traces of phenol or exchange of buffer
salts as in multiple restriction digestions.

Purification/desalting of proteins.

RN

' CENTRI A |SPI NE

CENTRI-SPINE are useful for:

X

Remove excess labels/nucleotides from PCR, random primer

labelling, and end-labelling reactions.
Exchange buffers rapidly.
Purification/desalting of biomolecules.
Remove primers from PCR reactions.
Desalt/purify peptides prior to mass spec.

Purify biotinylation reactions and protein conjugates.

CENTRI-SEP E

CENTRI-SEPE CENTRI-SEP E

Column

8 Well 96 Well

Available in multiple formats (10, 20, 40) for optimized recovery
of DNA fragments based on the size of the nucleic acid.




DNA
Isolation
Kits

Enzyme kit

Isolation

Virus Total
Nucleic
Acid
Isolation

Kit

DNA Dye

Kits
s
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Plasmid Kit

Protein
Stain Kit

Check out our promotions here!



https://treecode1.wixsite.com/fairbiotech
https://treecode1.wixsite.com/fairbiotech

SCAN THE QR CODE FOR MORE INFORMATION

or
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